
Q1 - Audience background



Q2 - Which country/region do you come from?



Q3 - What are the major challenges in carrying out biodiversity 
genomics in your region? (You can choose at most 3 options)



Q4 - What is/are the group(s) of organisms in your region that you 
think having genome(s) being sequenced will be useful for future 
works? (you can choose as many as you think appropriate)


